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Figure 2. TRACER Biopanning strategy of a VCAP-100 & AAVS5 local affinity maturation library Figure 5. TRACER Biopanning strategy of a VCAP-100 distal affinity maturation library
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- Current AAV gene therapies are limited by target tissue transduction and liver-associated toxicity when administered systemically D- Global Prom. _D ITR Voo TR
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- We previously reported VCAP-100, an AAV5-derived capsid with improved CNS tropism in NHP & rodents following systemic injection - Biopanning Biopanning
- Here, we aimed at 1) further improving VCAP-100’s CNS transduction, and 2) reducing liver transduction to improve AAV safety /' 2 _
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- These novel capsid candidates identified from pooled library assays will be further validated individually to determine cellular tropism
Figure 3. Identification of capsid variants with improved CNS transduction across multiple species Figure 6. ldentification of capsid variants with improved CNS transduction & liver detargeting
Figure 1. VCAP-100 was previously identified through our TRACER platform as a cross-species CNS capsid . . : i - '
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